
Introduction 
 
The removal of endotoxin from DNA preparations for cell culture or therapeutic 
applications is a priority.  The majority of lipid in the outer membrane of gram-
negative bacteria consists of lipopolysaccharide (LPS), also called endotoxin.  
Sub-nanogram levels of endotoxin can trigger immune responses and alter the 
phenotype and function of many cells including monocytes, neutrophils, dendritic 
cells, hepatocytes, vascular and respiratory epithelium, and arterial smooth mus-
cle cells.  For years, the Limulus amoebocyte lysate (LAL) test has been the stan-
dard for detecting even trace amounts of endotoxin.  This test was developed 
from observations that horseshoe crab amoebocytes aggregate and degranulate in 
response to LPS as a defense mechanism against gram-negative bacteria [1,2].  
This degranulation releases a series of enzymes that include Factor C, the initial 
activator of a serine protease cascade [3, 4].  In the LAL assay, Factor C detects 
picogram levels of LPS and initiates a clotting reaction.  In recent years, the assay 
has been modified for detection with fluorescence, colorimetry, and turbidity, 
which made it more quantitative and less open to interpretation.  Recently, a 34 
amino acid LPS-binding Sushi domain was identified in Factor C.  Expression 
and characterization of this linear peptide showed high binding to (Kd 10-6-10-8) 
and neutralization of (ENC50 2.25 μM) LPS [5].  BioDtech’s EndoBind-R™ is a 
DADPA-agarose-conjugated Sushi peptide affinity chromatography column.  It 
has been used to remove endotoxin from water, buffers, and cell culture media.  It 

Recombinant DNA methodologies have become a powerful tool in many fields of 
research and in gene therapy.  However, DNA purified from gram-negative bac-
teria is contaminated with very high levels of a pyrogen termed lipopolysaccha-
ride (or endotoxin).  To optimize transfection efficiency and reduce adverse reac-
tions to pyrogens, endotoxin must be removed.  Here we describe the use of a 
peptide with high affinity and specificity for endotoxin in column chromatography 
to produce DNA samples with high recovery and low endotoxin. 
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has also been used to remove endotoxin from protein solutions with minimal product loss.  This included a 
wide variety of proteins including immunoglobulins [6]. 
 
The use of recombinant DNA for procedures such as transfection, gene therapy, microinjection, and trans-
plantation has driven incredible scientific discovery in recent years.  A significant drawback of this technol-
ogy is that donor DNA typically comes from a bacterial origin and endotoxin copurifies with DNA in stan-
dard isolation techniques.  Reports have shown that the level of contamination can be as high as 500 µg/ml 
(5,000,000 EU/ml) [7] and as little as 100 pg/ml (1 EU/ml) can cause toxicity [8].  Endotoxin contamination 
causes cytokine cascade activation which leads to altered cell structure and changes in metabolic function.  
Treatment with detergents, such as Triton X-114 and n-octyl-β-D-thioglucopyranoside (OSPG), can signifi-
cantly reduce this but not to non-toxic levels [7, 9].  These procedures also cause the sample to be contami-
nated with detergent which must subsequently be removed.  Affinity chromatography using Polymyxin B, 
which has an affinity for endotoxin, can reduce endotoxin levels in DNA to the range of 10 EU/ml (51 EU/
mg) [10].  However, the product was greatly reduced and still contained significant endotoxin levels.  In ad-
dition to activating the immune system, LPS contamination of DNA preparations results in low transfection 
rates and interferes with restriction digestion, cloning, PCR, and sequencing reactions [11, 12]. 
 

It has previously been shown that a wide variety of proteins can be purified using EndoBind-R™ by opti-
mizing the buffer conditions to account for the isoelectric point of the protein.  Purifying DNA with the 
same technology presents a more difficult task given the similarities of endotoxin and DNA.   These simi-
larities have hindered DNA purification in the past.  Endotoxins can form large micelles making it difficult 
to purify DNA with size exclusion columns.  Along this line, these micelles often contain plasmid mole-
cules.  Both endotoxin and DNA have net negative charges due to high phosphate content, making it impos-
sible to separate them using ion-exchange technology.  In addition, both molecules have similar density 
making cesium chloride centrifugation protocols useless.  Lastly, endotoxins are much more heat and pH 
stable than most biological samples preventing any inactivation protocols. 
 

In this report we investigate endotoxin removal from DNA samples using EndoBind-R™.  The initial bind-
ing between the Sushi peptide and LPS is due to electrostatic interactions between the positive residues near 
the N-terminus of the peptide and the negatively charged phosphoryl head groups of LPS.  After this initial 
binding, hydrophobic interactions between the C-terminal end of the peptide and the acyl chains of LPS 
strengthen the binding [13].  Because of the nature of binding, buffer conditions may play an important role 
in product recovery and endotoxin removal.  First, the minimum salt concentration required for removal of 
the DNA from the gel matrix was determined.  Next, using this concentration of salt, the effect of buffer pH 
on DNA recovery and endotoxin removal was investigated.  Finally, these conditions were applied to the 
purification of both small linear DNA fragments and a common cloning vector.  The results show near com-
plete DNA recovery with significant endotoxin removal. 
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Materials and Methods 
 
DNA elution was performed at room temperature using BioDtech’s EndoBind-R™ with a column volume 
of 1 ml.  Solutions were added to the column in 1 ml aliquots and collected with gravity flow in endotoxin-
free tubes.  The column was equilibrated with buffer before each use and was cleaned with washes of 2 M 
sodium chloride and 0.2% sodium deoxycholate before and after each use and stored in 0.02% sodium azide 
at 4°C.  Salt and pH optimization experiments were done by applying 1 ml of the sample load to the column 
and collecting the flow-through.  Next, the column was washed with three volumes of corresponding buffer 
with variable salt concentrations.  The DNA content of the load was compared to the washes and recovery 
was calculated.  Endotoxin removal experiments were done by applying 1 ml of the sample to the column 
and collecting the flow-through.  Next, the column was washed with 3 sequential 1 ml volumes of salt-
containing buffer and collected.  The DNA and endotoxin content of the load and each fraction were deter-
mined and DNA recovery and endotoxin removal were calculated. 
 

Endotoxin levels were determined with the PyroGene Recombinant Factor C Endotoxin Detection System 
(Lonza, Walkersville, MD) according to manufacturer’s specifications.  Samples were tested at multiple di-
lutions and the absence of inhibition/enhancement was verified with endotoxin spikes.  DNA concentrations 
were determined by absorbance at OD260 as measured by the Synergy II plate reader (BioTek, Winooski, 
VT).  A 5 mg/ml stock of Salmon sperm DNA (Calbiochem, La Jolla, CA) was made in TE pH 8.0.  pUC19 
was isolated from DH5α cells using the Promega (Madison, WI) PureYield Plasmid Midiprep System.  The 
plasmid was eluted with TE pH 8.0 to make a 30 µg/ml stock.  All samples, buffers, and chemicals were 
prepared using Pyrogen-Free Water (available from BioDtech). 

 
Results 
 
The Effect of Sodium Chloride Concentration on DNA Recovery.  A previous report [10] using Polymyxin B 
affinity chromatography, which has a much lower affinity to endotoxin than does the Sushi peptide, showed 
modest success in purifying DNA samples from endotoxin us-
ing a TE (10 mM Tris, 1 mM EDTA) buffer at pH 8.0 with 0.25 
M sodium chloride.  This result, and the fact that a majority of 
DNA applications use a TE buffer at or near this pH, prompted 
the use of these criteria for initial experiments with EndoBind-
R™.  To characterize DNA purification, salmon sperm DNA 
was used.  This preparation of DNA consisted of linear DNA 
fragments with a median size of 100 base pairs.  From a 5 mg/
ml stock solution, a 50 µg/ml solution was made which gave an 
OD260 absorbance value of about 0.8.  This concentration al-
lowed DNA tracking using absorbance.  At sodium chloride 
concentrations less than 1 M little to no DNA recovery was 
achieved (Figure 1).  However, at 1 M and above the cumulative 
recovery was over 99% of the load.  The flow-through typically 
contained 20-30% of the initial load and the second fraction con-
tained the peak value of 60-70%.  The third and fourth fractions 
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Figure 1.  The Effect of Salt Concentration on DNA 
Recovery.  The effect of sodium chloride concentration on 
salmon sperm DNA recovery was determined using 50 μg/
ml samples in TE pH 8.0.  The salt range tested was from 
0.25 to 2.0 M. 



usually contained less than 10% combined.  These results dic-
tated that 1 M salt would be necessary to sufficiently remove 
DNA from the column. 
 
The Effect of Buffer pH on DNA Recovery.  Given the impor-
tance of electrostatic interactions in the initial binding of the 
Sushi peptide to endotoxin, buffer pH may contribute to opti-
mal purification.  Previously, protein recovery was shown to 
be affected by buffer pH in a pI-dependent manner.  Samples 
of 50 μg/ml salmon sperm DNA were prepared in TE at pH’s 
of 7.5, 8.0, and 8.5 containing 1 M sodium chloride.  In three 
independent experiments, the samples were applied to Endo-
Bind-R™ and washed with TE at the same pH also containing 
1 M sodium chloride.  The DNA content of all the fractions 
was measured and compared against the initial load.  The pH 
8.0 and 8.5 samples gave almost identical results with the pH 

7.5 sample being just slightly less efficient at DNA recovery (Figure 2).  In all cases, the first fraction con-
tained 25-30% of the load and the second contained the peak of 55-70%.  Fractions 3 and 4 contained the 
remainder.  The concept that buffer pH is not as crucial in DNA purification as it is in protein purification is 
not surprising considering that both endotoxin and DNA molecules carry extensive negative charges due to 
their phosphate content.  In addition to DNA recovery, endotoxin removal was virtually identical at all three 
pH levels (Data Not Shown). 
 

Endotoxin Removal from Salmon Sperm DNA.  After estab-
lishing conditions to recover DNA from EndoBind-R™, the 
ability to remove endotoxin was examined.  As before, this 
was first tested with salmon sperm DNA.  A 50 μg/ml sam-
ple of DNA was prepared in TE pH 8.0 with 1 M sodium 
chloride and 25 ng/ml (250 EU/ml) E. coli O55:B5 en-
dotoxin.  The DNA was tested for endogenous endotoxin 
contamination and was found to contain negligible amounts.  
A 1 ml aliquot of this load (fraction 0) was placed onto the 
column and the flow-through (fraction 1) was collected.  
Next, the column was rinsed with three 1 ml washes of TE 
pH 8.0 containing 1 M sodium chloride (fractions 2-4).  The 
DNA content and endotoxin levels of each fraction were de-
termined and compared to the load.  Nearly all of the DNA 
was recovered in the four fractions in a similar pattern as be-
fore (Figure 3).  In addition, the endotoxin level was reduced 
significantly in all fractions.  The initial load contained 288 
EU/ml and was reduced to 32 EU/ml in the flow-through.  
The peak DNA fraction contained nearly 70% of the product 
and retained only 6 EU/ml endotoxin.  This represents re-
moval of 98% of the endotoxin. 
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Figure 2.  The Effect of Buffer pH on DNA Recovery.  
The effect of buffer pH on salmon sperm DNA recovery 
was determined using 50 μg/ml samples in TE containing 
1 M sodium chloride.  The pH range tested was from 7.5 
to 8.5. 

Figure 3.  Endotoxin Removal from Salmon Sperm DNA.  
Salmon sperm DNA samples at 50 μg/ml containing 25 ng/ml 
endotoxin were prepared in TE pH 8.0 containing 1 M sodium 
chloride and applied to EndoBind-R™.  After collecting the flow
-through, the remaining DNA was recovered in three subsequent 
washes.  DNA recovery was determined by absorbance and 
endotoxin levels were determined by PyroGene (Lonza) assay. 

 



Endotoxin Removal from Plasmid DNA.  After successful recovery and endotoxin removal from linear DNA 
fragments, purification of plasmid DNA was tested.  This is the more applicable test since most procedures 
use recombinant DNA vectors for experimentation.  The common cloning vector pUC19 was chosen for pu-
rification.  It is a high-copy, 2686 base pair plasmid with a 54 base pair multiple cloning site and ampicillin 
resistance.  A stock solution of pUC19 was prepared from a DH5α strain as described (Materials and Meth-
ods).  The ability of EndoBind-R™ to remove endotoxin in DNA samples with both high- and low-level 
contamination was tested.  The low-endotoxin sample contained 30 μg/ml pUC19 in TE pH 8.0 with 1 M 
sodium chloride and 25 ng/ml (250 EU/ml) E. coli O55:B5 endotoxin.  The high-endotoxin sample was 
identical but contained 10-fold more of the endotoxin stock (2500 EU/ml).  As with the salmon sperm DNA, 
a 1 ml portion of each sample was applied to the column and the flow-through was collected (fraction 1).  
The column was then rinsed with three 1 ml washes of TE pH 8.0 with 1 M sodium chloride (fractions 2-4).  
The low-endotoxin load contained 231 EU/ml (fraction 0) and was reduced to below the level of detection 
(0.01 EU/ml) after treatment with EndoBind-R™ (Figure 4A).  This represents removal of over 99.99% of 
the endotoxin.  The plasmid recovery was as efficient as linear DNA with about 30% in the flow-through 
(fraction 1) and nearly 70% in the peak fraction (fraction 2).  Results with the high-endotoxin pUC19 were 
similarly impressive 
(Figure 4B).  The initial 
endotoxin load of 2109 
EU/ml (fraction 0) was 
reduced to less than 2 EU/
ml in the flow-through 
(fraction 1) and to 50 EU/
ml in the peak DNA frac-
tion (fraction 2).  This 
represents removal of 
nearly 98% of endotoxin 
in the peak fraction and 
over 99.9% in the flow-
through.  DNA recovery 
was nearly identical in 
both low- and high-
endotoxin experiments. 
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Figure 4.  Endotoxin Removal from pUC19 DNA.  pUC19 plasmid samples at 30 μg/ml containing either (A) 25 
ng/ml or (B) 250 ng/ml endotoxin were prepared in TE pH 8.0 containing 1 M sodium chloride and applied to Endo-
Bind-R™.  After collecting the flow-through, the remaining DNA was recovered in three subsequent washes.  DNA 
recovery was determined by absorbance and endotoxin levels were determined by PyroGene (Lonza) assay. 

Discussion 
 
DNA purification with BioDtech’s EndoBind-R™ produced samples with high DNA recovery and removal 
of endotoxin to very low levels.  Efficient endotoxin removal owes to the high affinity of the Sushi peptide 
on the column to the lipid A portion of LPS.  This binding occurs via initial electrostatic interactions fol-
lowed by hydrophobic interactions that reinforce the association [13].  Linear salmon sperm DNA in frag-
ments of approximately 100 base pairs were used to characterize the conditions required for optimal product 
recovery.  Salt content of the samples showed a critical importance with sodium chloride levels at or above 1 
M required for full DNA removal (Figure 1).  Buffer pH was less important with a pH level at or above 8.0 
slightly better than one below (Figure 2).  In combination, a TE buffer at pH 8.0 with 1 M sodium chloride 
provided nearly 100% product recovery with up to 70% in the peak fraction in all experiments.  Endotoxin 
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removal at these conditions was also very efficient.  Endotoxin contamination in small DNA fragments was 
reduced by 98% (Figure 3).  Plasmid purification gave similar numbers with low-level contamination being 
reduced to levels below detection (0.01 EU/ml) (Figure 4A) and high-level contamination being reduced by 
approximately 98% (Figure 4B).  These results demonstrate that EndoBind-R™ can be used to efficiently 
remove endotoxin from DNA solutions with negligible product loss.  Purification of a common cloning vec-
tor showed 98% endotoxin removal with loads in excess of 20,000 ng/ml and removal to below detection 
limits with 10-fold less starting endotoxin.  Similar efficient endotoxin removal has been shown with protein 
solutions with a wide variety of physical characteristics [6].  DNA purification with EndoBind-R™ will 
prove invaluable in technologies such as transfection, gene therapy, microinjection, and transplantation. 

2100 Southbridge Parkway 
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Phone: 615-783-1708 
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E-mail: info@biodtechinc.com 

BioDtech, Inc. was organized in 2003 to develop and market products 
for detection, removal and neutralization of biological toxins. 

 

Endotoxin removal products: 

EndoBind-R™  1 ml column  EBR-3001.01 

EndoBind-R™  5 ml column  EBR-3005.01 

EndoBind-R™  Bulk resin  Inquire 

www.biodtechinc.com 

TM 

EndoBind-R™ DNA Application Notes - Rev 5 09-14-07 


	           EndoBind-R™

	BioDtech’s EndoBind-R™

	Page #

	Page #

	Page #

	Page #

	Page #



<<

  /ASCII85EncodePages false

  /AllowTransparency false

  /AutoPositionEPSFiles true

  /AutoRotatePages /None

  /Binding /Left

  /CalGrayProfile (Dot Gain 20%)

  /CalRGBProfile (sRGB IEC61966-2.1)

  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)

  /sRGBProfile (sRGB IEC61966-2.1)

  /CannotEmbedFontPolicy /Error

  /CompatibilityLevel 1.4

  /CompressObjects /Tags

  /CompressPages true

  /ConvertImagesToIndexed true

  /PassThroughJPEGImages true

  /CreateJobTicket false

  /DefaultRenderingIntent /Default

  /DetectBlends true

  /DetectCurves 0.0000

  /ColorConversionStrategy /CMYK

  /DoThumbnails false

  /EmbedAllFonts true

  /EmbedOpenType false

  /ParseICCProfilesInComments true

  /EmbedJobOptions true

  /DSCReportingLevel 0

  /EmitDSCWarnings false

  /EndPage -1

  /ImageMemory 1048576

  /LockDistillerParams false

  /MaxSubsetPct 100

  /Optimize true

  /OPM 1

  /ParseDSCComments true

  /ParseDSCCommentsForDocInfo true

  /PreserveCopyPage true

  /PreserveDICMYKValues true

  /PreserveEPSInfo true

  /PreserveFlatness true

  /PreserveHalftoneInfo false

  /PreserveOPIComments true

  /PreserveOverprintSettings true

  /StartPage 1

  /SubsetFonts true

  /TransferFunctionInfo /Apply

  /UCRandBGInfo /Preserve

  /UsePrologue false

  /ColorSettingsFile ()

  /AlwaysEmbed [ true

  ]

  /NeverEmbed [ true

  ]

  /AntiAliasColorImages false

  /CropColorImages true

  /ColorImageMinResolution 300

  /ColorImageMinResolutionPolicy /OK

  /DownsampleColorImages true

  /ColorImageDownsampleType /Bicubic

  /ColorImageResolution 300

  /ColorImageDepth -1

  /ColorImageMinDownsampleDepth 1

  /ColorImageDownsampleThreshold 1.50000

  /EncodeColorImages true

  /ColorImageFilter /DCTEncode

  /AutoFilterColorImages true

  /ColorImageAutoFilterStrategy /JPEG

  /ColorACSImageDict <<

    /QFactor 0.15

    /HSamples [1 1 1 1] /VSamples [1 1 1 1]

  >>

  /ColorImageDict <<

    /QFactor 0.15

    /HSamples [1 1 1 1] /VSamples [1 1 1 1]

  >>

  /JPEG2000ColorACSImageDict <<

    /TileWidth 256

    /TileHeight 256

    /Quality 30

  >>

  /JPEG2000ColorImageDict <<

    /TileWidth 256

    /TileHeight 256

    /Quality 30

  >>

  /AntiAliasGrayImages false

  /CropGrayImages true

  /GrayImageMinResolution 300

  /GrayImageMinResolutionPolicy /OK

  /DownsampleGrayImages true

  /GrayImageDownsampleType /Bicubic

  /GrayImageResolution 300

  /GrayImageDepth -1

  /GrayImageMinDownsampleDepth 2

  /GrayImageDownsampleThreshold 1.50000

  /EncodeGrayImages true

  /GrayImageFilter /DCTEncode

  /AutoFilterGrayImages true

  /GrayImageAutoFilterStrategy /JPEG

  /GrayACSImageDict <<

    /QFactor 0.15

    /HSamples [1 1 1 1] /VSamples [1 1 1 1]

  >>

  /GrayImageDict <<

    /QFactor 0.15

    /HSamples [1 1 1 1] /VSamples [1 1 1 1]

  >>

  /JPEG2000GrayACSImageDict <<

    /TileWidth 256

    /TileHeight 256

    /Quality 30

  >>

  /JPEG2000GrayImageDict <<

    /TileWidth 256

    /TileHeight 256

    /Quality 30

  >>

  /AntiAliasMonoImages false

  /CropMonoImages true

  /MonoImageMinResolution 1200

  /MonoImageMinResolutionPolicy /OK

  /DownsampleMonoImages true

  /MonoImageDownsampleType /Bicubic

  /MonoImageResolution 1200

  /MonoImageDepth -1

  /MonoImageDownsampleThreshold 1.50000

  /EncodeMonoImages true

  /MonoImageFilter /CCITTFaxEncode

  /MonoImageDict <<

    /K -1

  >>

  /AllowPSXObjects false

  /CheckCompliance [

    /None

  ]

  /PDFX1aCheck false

  /PDFX3Check false

  /PDFXCompliantPDFOnly false

  /PDFXNoTrimBoxError true

  /PDFXTrimBoxToMediaBoxOffset [

    0.00000

    0.00000

    0.00000

    0.00000

  ]

  /PDFXSetBleedBoxToMediaBox true

  /PDFXBleedBoxToTrimBoxOffset [

    0.00000

    0.00000

    0.00000

    0.00000

  ]

  /PDFXOutputIntentProfile ()

  /PDFXOutputConditionIdentifier ()

  /PDFXOutputCondition ()

  /PDFXRegistryName ()

  /PDFXTrapped /False



  /CreateJDFFile false

  /Description <<



    /BGR <>

    /CHS <FEFF4f7f75288fd94e9b8bbe5b9a521b5efa7684002000410064006f006200650020005000440046002065876863900275284e8e9ad88d2891cf76845370524d53705237300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c676562535f00521b5efa768400200050004400460020658768633002>

    /CHT <FEFF4f7f752890194e9b8a2d7f6e5efa7acb7684002000410064006f006200650020005000440046002065874ef69069752865bc9ad854c18cea76845370524d5370523786557406300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c4f86958b555f5df25efa7acb76840020005000440046002065874ef63002>

    /CZE <>

    /DAN <>

    /DEU <>

    /ESP <>

    /ETI <>

    /FRA <>

    /GRE <>



    /HRV (Za stvaranje Adobe PDF dokumenata najpogodnijih za visokokvalitetni ispis prije tiskanja koristite ove postavke.  Stvoreni PDF dokumenti mogu se otvoriti Acrobat i Adobe Reader 5.0 i kasnijim verzijama.)

    /HUN <>

    /ITA <>

    /JPN <FEFF9ad854c18cea306a30d730ea30d730ec30b951fa529b7528002000410064006f0062006500200050004400460020658766f8306e4f5c6210306b4f7f75283057307e305930023053306e8a2d5b9a30674f5c62103055308c305f0020005000440046002030d530a130a430eb306f3001004100630072006f0062006100740020304a30883073002000410064006f00620065002000520065006100640065007200200035002e003000204ee5964d3067958b304f30533068304c3067304d307e305930023053306e8a2d5b9a306b306f30d530a930f330c8306e57cb30818fbc307f304c5fc59808306730593002>

    /KOR <FEFFc7740020c124c815c7440020c0acc6a9d558c5ec0020ace0d488c9c80020c2dcd5d80020c778c1c4c5d00020ac00c7a50020c801d569d55c002000410064006f0062006500200050004400460020bb38c11cb97c0020c791c131d569b2c8b2e4002e0020c774b807ac8c0020c791c131b41c00200050004400460020bb38c11cb2940020004100630072006f0062006100740020bc0f002000410064006f00620065002000520065006100640065007200200035002e00300020c774c0c1c5d0c11c0020c5f40020c2180020c788c2b5b2c8b2e4002e>

    /LTH <>

    /LVI <>

    /NLD (Gebruik deze instellingen om Adobe PDF-documenten te maken die zijn geoptimaliseerd voor prepress-afdrukken van hoge kwaliteit. De gemaakte PDF-documenten kunnen worden geopend met Acrobat en Adobe Reader 5.0 en hoger.)

    /NOR <>

    /POL <>

    /PTB <>

    /RUM <>

    /RUS <>

    /SKY <>

    /SLV <>

    /SUO <>

    /SVE <>

    /TUR <>

    /UKR <>

    /ENU (Use these settings to create Adobe PDF documents best suited for high-quality prepress printing.  Created PDF documents can be opened with Acrobat and Adobe Reader 5.0 and later.)

  >>

  /Namespace [

    (Adobe)

    (Common)

    (1.0)

  ]

  /OtherNamespaces [

    <<

      /AsReaderSpreads false

      /CropImagesToFrames true

      /ErrorControl /WarnAndContinue

      /FlattenerIgnoreSpreadOverrides false

      /IncludeGuidesGrids false

      /IncludeNonPrinting false

      /IncludeSlug false

      /Namespace [

        (Adobe)

        (InDesign)

        (4.0)

      ]

      /OmitPlacedBitmaps false

      /OmitPlacedEPS false

      /OmitPlacedPDF false

      /SimulateOverprint /Legacy

    >>

    <<

      /AddBleedMarks false

      /AddColorBars false

      /AddCropMarks false

      /AddPageInfo false

      /AddRegMarks false

      /ConvertColors /ConvertToCMYK

      /DestinationProfileName ()

      /DestinationProfileSelector /DocumentCMYK

      /Downsample16BitImages true

      /FlattenerPreset <<

        /PresetSelector /MediumResolution

      >>

      /FormElements false

      /GenerateStructure false

      /IncludeBookmarks false

      /IncludeHyperlinks false

      /IncludeInteractive false

      /IncludeLayers false

      /IncludeProfiles false

      /MultimediaHandling /UseObjectSettings

      /Namespace [

        (Adobe)

        (CreativeSuite)

        (2.0)

      ]

      /PDFXOutputIntentProfileSelector /DocumentCMYK

      /PreserveEditing true

      /UntaggedCMYKHandling /LeaveUntagged

      /UntaggedRGBHandling /UseDocumentProfile

      /UseDocumentBleed false

    >>

  ]

>> setdistillerparams

<<

  /HWResolution [2400 2400]

  /PageSize [2880.000 4608.000]

>> setpagedevice



